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(~. APPLICANT: Hartley, James 
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(iii NUMBER OF SEQUENCES: 12 

(iv. CORRESPONDENCE ADDRESS: 
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(-/ COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS /MS -DOS 

(D) SOFTWARE: PatentIn Release #1.0, Version #1.25 

(vi CURRENT APPLICATION DATA: 
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(B) FILING DATE: 14-JUL-1998 
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(B) FILING DATE: ll-JUL-1997 
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(ix TELECOMMUNICATION INFORMATION: 
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(2) lN?CRMATION FOR SEQ ID NO : 1 : 

{- SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 41 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
AUCUGACCUC AUAATTTACG GAAGCATAAA GTGTAAAGCC T 
(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 8 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
AGUCACAQCU AUAATATTGG AAATGTGCGC GGAACCCC 
(2) INFORIVLATION FOR SEQ ID NO : 3 : 

;i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 41 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



ixi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
AUAGCrGUGA CUAATTTACT AGTGAS.TCCA CAGAAACTAG C 
(2) r:CFORMATION FOR SEQ ID NO : 4 : 

V i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH; 41 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



vXi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 
ACAUCV3GAC UUAATATTAG ACATATTGAT AAGGTGGCGA G 
(2) INFORMATION FOR SEQ ID NO : 5 : 

.i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 41 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 
AAGUCCAGAU GUAATTTAGG GACAGTTTGG CAAGGTTTTT A 
(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 2 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 
AUGAGGUCAG AUAATATTTA AGCCTTTTTG ATGTTCATCA 
(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: both 
■ . (D) TOPOLOGY: both 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 
TTCGAAGCGG CCGGTAATGA ATCGGCCAAC GCGC 
(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: both 

(D) TOPOLOGY: both 



(Xi) SEQUENCE DESCRIPTION: SEQ ID N0:8: 
GCGCGCGACG TCAGGTGGCA CTTTTC 
(2) INFORMATION FOR SEQ ID NO: 9: 

li) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: both 

(D) TOPOLOGY: both 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO ; 9 : 
ACGCGTGCGG CCGCGGTTGC TGACTAATTG AGATGC 
(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: both 

(D) TOPOLOGY: both 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:10: 
GGATCCGTGA GGTGAGCCTA GGAATG 
(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS: both 

(D) TOPOLOGY: both 



(xi; SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
AGATCTGCGG CCGCGGTCTT GTCATTATCA CCGG 3 4 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 2 6 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS: both 

(D) TOPOLOGY: both 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:12: 
ATCGATGTTG CCCAGACTCG TTAAGC 26 



